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INTRODUCTION 

Inari Agriculture NV (Inari) uses genetic technologies and data science to develop next-generation seeds 
that reduce the natural resources required to grow our food and feed, while providing farmers with more 
choice, performance, and value. The underlying genetics of every individual seed determines the 
productivity of a crop, its environmental footprint (for example the use of water and fertilizer), and the 
nutritional content of our food.  
  
The global productivity increase for certain crops has been limited and is mostly the result of classical 
breeding approaches. Such breeding methods are inherently random and resource intensive, resulting 
in relatively modest productivity gains over many years. Genome editing technologies combined with 
computational sciences represent a unique opportunity to modernize current breeding approaches by 
reintroducing genetic diversity and enabling the accelerated development of new commercial varieties 
that are better adapted to perform under local conditions with less input.  
 
Using its unique technology platform, Inari is developing maize varieties with reduced height. Reduction 
in height will enable: 
▪ Protection against heavy winds (less risk for lodging and “greensnap”) (Barten et al., 2022) 
▪ Better access with standard ground equipment for precise and reduced applications of inputs 

(fertilizers and plant protection products) 
▪ Better use of tropical germplasm, which tends to result in very tall hybrids 
▪ Improving harvest index due to shift in resource allocation from leaves to grain. 
 
To illustrate that reduced height of maize plants can result in a substantial reduction of the required input 
of fertiliser, the following illustrates how nitrogen (“N”) accumulates in maize plants over a growing 
season and indicates the current practice with applications later in the season.  
 

 
Figure 1 Maize accumulating N over the growing season (based on Woli et al., 2017) with an indication of current 

N fertilizer applications and future N applications when using reduced height varieties 

 
Maize accumulates the majority of the N it needs between growth stage V6 and R1(silking): 70% of total 
N before R1 and 30% of total N after R1. After silking the vegetative growth ceases. Nevertheless, the 
dry weight doubles, with the ear being 55% of the total dry weight at maturity. Currently applications of 
N fertilizer must be performed before the plant reaches a certain height and they are therefore restrained 
to the early period when the need for N is minimal. With reduced height varieties, applications can be 
postponed and better timed with the needs of the crop. 
 
A similar adaptation of management strategy can potentially decrease the need for intense fungicide 
applications early in the season.  
 
While these possibilities must be further explored, the development of reduced height varieties opens 
opportunities for crop improvements in line with the EU Green Deal objectives. After the first positive 
initial observations in the greenhouse, the proposed field trial is an important step in the direction of 
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these improved and more sustainable varieties. The material applied in this trial is generated with the 
CRISPR-Cas technology, a site directed nuclease (SDN) system, which in this case is classified as a 
SDN-2 application according to the current definition provided by SBB 
(https://www.biosafety.be/content/targeted-genome-editing). 

OBSERVATION 

The material presented in this application is developed using the Inari platform which combines industry-
leading predictive design capabilities and a pioneered multiplex gene editing toolbox. From a scientific 
and technical perspective, gene editing is different from “classical” genetically modified organisms. Many 
countries are currently developing specific legislation addressing gene editing techniques and products, 
distinct from the current GMO legislations. Similarly, in the EU new legislation regarding gene editing 
and new breeding techniques is being prepared. Nonetheless since gene editing derived plants are 
currently still subject to the European GMO legislation, Inari therefore submits this application for a 
deliberate release in compliance with the GMO legislation. yet anticipates that a more appropriate 
framework will be created to allow realizing the innovative power of these technologies in full respect of 
high standards of safety and sustainability.  
 

LIST OF ABBREVIATIONS 

CRISPR Clustered Regularly Interspaced Short Palindromic Repeats 
DNA Deoxyribonucleic acid 
EU European Union 
GMHP Genetically Modified Higher Plant 
N Nitrogen 
OECD Organization for Economic Cooperation and Development 
OGTR Office of the Gene Technology Regulator, Australia 
PCR Polymerase chain reaction 
RNA Ribonucleic acid 
Tn Generation n 
TSS Transcription Start Site 
VIB Vlaams Instituut voor Biotechnologie 

  

https://www.biosafety.be/content/targeted-genome-editing)
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A. GENERAL INFORMATION  

1. Name and address of the notifier  
INARI Agriculture N.V. 
7A Industriepark 
9052 Zwijnaarde 
 

• Dr. Fred Van Ex, Managing Director and Vice President Design & Discovery at Inari 

2. Name, qualifications and experience of the responsible scientist(s)  
• Dr. Fred Van Ex, Managing Director and Vice President Design & Discovery at Inari 

Agriculture – PhD Science (Plant Genetics) / Master of Business Administration 

• Dr. Veerle De Schepper, Senior Scientist at Inari Agriculture - PhD, Bioscience Engineering 
(Environmental Technologies)  

• Sarah Forrester, Director Regulatory at Inari Agriculture – MS, Animal Science 

• Dr. Patrick Rüdelsheim, General Partner at Perseus (Biosafety and Regulatory support) – 
PhD Science (Biology) 

3. Title of the project  
R&D field trial to evaluate the phenotype and yield of maize lines gene edited for reduced height. 

B. INFORMATION RELATING TO THE RECIPIENT PLANT OR, WHERE 
APPROPRIATE, TO THE PARENTAL PLANTS  

Maize is a well-known domesticated plant species, with a long history of safe use and which is 

annually cultivated on global scale. It is a major commodity crop with many applications in food and 

feed. Furthermore, it has been a primary target for innovative solutions based on genetic 

engineering and therefore subject of many risk assessments, including by the Belgian and 

European authorities. We therefore limit the specifications in this application to what is deemed 

relevant in the context of the specific lines and the specific field trial. 

1. Complete name 

a) family name  Poaceae 
b) genus  Zea 
c) species  mays 
d) subspecies  mays 
e) cultivar or breeding line  inbred variety GIBE0104 
f) common name.  maize 

2. Reproduction 

a) Information concerning reproduction:  
(i) mode(s) of reproduction  
Maize is a monoecious, allogamous, annual grass and reproduces by seed only. Pollen is 
shed from the tassel and lands on the silks of the ear (OECD, 2003). The majority of the ovules 
are cross-pollinated and about 5% is self-pollinated, although plants are completely self-
compatible (OGTR, 2008). 
 
(ii) specific factors affecting reproduction, if any  
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Maize is wind-pollinated (OECD, 2003). The distances that viable pollen can travel depend on 
prevailing wind patterns, humidity, and temperature. Wind, humidity and temperature affect 
reproduction. Temperatures above 35°C at pollen release may result in tassel blasting, i.e; 
tassels which are white, dry and without any pollen.  
Maize pollen may be viable between 20 min and 24 hrs depending on weather conditions 
(OGTR, 2008). 
Pollen is heavy and the frequency of crosspollination decreases rapidly with distance (OECD, 
2003; OGTR, 2008). However, depending on temperature, humidity and wind crosspollination 
may still occur at distances up to several km between pollen donor and receptor fields, with a 
cross pollination rate never more than 0.02%. The OECD has set the requirement for an 
isolation distance for basic and certified seed production to 200 m (OECD, 2022).   
 
(iii) generation time. 
Maize is an annual plant. 

b) Sexual compatibility with other cultivated or wild plant species, including the 
distribution in Europe of the compatible species.  
Maize morphology fosters cross-pollination and therefore crossbreeding with other cultivated 
maize is common.  
 
Apart from cultivated maize, no sexually compatible species are present in Belgium or in the 
entire EU. 

3. Survivability  

a) Ability to form structures for survival or dormancy  
Maize does not form structures to survive specific conditions. Vegetative parts (including roots) 
die at the end of the season. The seeds are frost sensitive and do not show dormancy. 
Cultivated maize is completely dependent on human aid for seeds to survive to the next 
season (OECD, 2003).  

b) Specific factors affecting survivability, if any.  
Maize is dependent on human aid for survival (OECD, 2003). 

4. Dissemination  

a) Ways and extent of dissemination  
Vegetative parts of the maize plants can be disseminated over small distances e.g. by strong 
winds. However, they have no potential to regenerate viable structures. They will wither and 
compost. 
 
Pollen can be distributed by wind and this has been addressed above. Still, dispersed pollen 
does not automatically lead to dissemination to next generations as this would require 
subsequent seed production (in a compatible species) and successful establishment. As all 
maize in the trial is harvested and will not establish, this is not considered a way of 
dissemination. 
 
Seeds would therefore present the most evident possibility for dissemination. The female 
inflorescence is surrounded by a husk thereby restricting seed release. The maize seeds are 
fixed to the ear axis. The cob lacks any abscission layers between its basic units and therefore 
the cob remains intact at maturity. The cob itself remains on the plant until harvested (OECD, 
2003; OGTR, 2008). Consequently, seed dispersal of individual kernels does not occur 
naturally. 
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Dissemination of seeds requires human intervention. Individual kernels of maize are 
distributed in fields and main avenues of travel from the field operations of harvesting the crop 
and transporting the grain from the harvested fields to storage facilities.  

b) Specific factors affecting dissemination, if any.  
Maize is dependent on human aid for survival (OECD, 2003). 

5. Geographical distribution of the plant.  
Maize is widely cultivated throughout the world. Fields can be found in North, Central, and South 
America, Europe, Southern Africa, and South-East Asia. 
 
Maize is widely grown in the European Union, which represents a significant portion of global maize 
production. Significant areas of maize production in Europe include the Danube Basin from 
southwest Germany to the Black Sea along with southern France through the Po Valley of northern 
Italy. It is also regularly commercially grown, mainly for forage, in the region where the trial will be 
conducted. 

6. Where a plant species is not normally grown in the Union, a description of 
the natural habitat of the plant, including information on natural predators, 
parasites, competitors and symbionts.  
Not applicable, as maize is grown in the Union. 

7. Potential interactions of the plant, that are relevant to the Genetically 
Modified Higher Plant (GMHP), with organisms in the ecosystem where it is 
usually grown, or elsewhere, including information on toxic effects on 
humans, animals and other organisms.  
Maize interacts with microbial pathogens, insect pests, and predators.  
Common diseases are rusts, smuts, leaf blights, and stalk rots. Fungi such as Aspergillus sp. and 
Fusarium sp. produce mycotoxins that can adversely impact humans and livestock that consume 
contaminated grain.  
 
Among the insect pests are the European corn borer (Ostrinia nubialis), the Asian corn borer (O. 
furnacalis), the spotted stem borer (Chillo partellus), fall army worm (Spodoptera frugiperda), and 
members of the genus Diatrea, the northern corn rootworm (Diabrotica barberi), the western corn 
rootworm (D. vergifera vergifera), and the southern corn rootworm (D. undecimpunctata) (OECD, 
2003). However, in Belgium these insect pests are rare to unknown. While maize is not depending 
on insect pollinators, some beneficial insect species are known, such as the lady beetle, ground 
beetle and lacewings. 
 
Also, larger animals, including birds, rodents, boar and deer may impact the cultivation of maize at 
different stages of development. With the exception of birds, such damages are uncommon in the 
area where the trial will be established. 
 
Maize has a history of safe use as food and feed. Antinutrients include phytic acid, 2,4-dihydroxy-
7-methoxy-2H-1,4-benzoxazin-3(4H)-one (DIMBOA) and raffinose (OECD, 2002). Maize is not a 
common allergenic food (OECD, 2002). 
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C. INFORMATION RELATING TO THE GENETIC MODIFICATION  

1. Description of the methods used for the genetic modification.  

a) Starting material 
Inari used as starting material a Cas editor line produced by the research institute VIB. To 
create this material VIB introduced the Cas editor construct and hygromycin resistance 
(HygroR) as a selectable marker into maize line GIBE0104. 

b) Genetic modification to produce reduced height maize lines 
In order to achieve reduced plant height, maize lines were obtained using the CRISPR-Cas 
technology, altering the expression of a transcription factor gene.  
 
The native maize gene impacts internode elongation and, hence, plant height. When the native 
expression is altered, this will lead to shorter internodes and hence shorter plant heights.  
 
Inari has identified a sequence in the maize genome that can alter expression of native genes, 
this sequence also occurs in the genomes of other crops like soy, rice, and barley.  
 
Using an efficient CRISPR/Cas-mediated DNA mutation technology, Inari precisely inserted 
this small native maize genetic element at a very specific region in the maize genome, leading 
to reliable altering of the specific native, transcriptional factor target gene. 
 
The method involves a biolistic transformation on immature maize kernels (embryos) of the 
VIB Cas editor line. The biolistic transformation delivered gold particles coated with: 
1) the native genetic element, 
2) specific designed guide RNAs to target a specific location, and  
3) plasmid with sequences encoding a visual marker and a selectable marker cassette. 
 
Two different guide RNAs were used to insert the native genetic element at two different 
locations in order to alter the expression at two different levels. As such, the edits with the two 
different guide RNAs resulted into different alleles of the transcription factor gene. Both guide 
RNAs were never simultaneously used in one experiment. 
Neither of these gRNAs have any predicted off-targets with 2 mismatches or less in the 
GIBE0104 genome. 
 
From the transformation experiment, different plants were regenerated by standard tissue 
culture techniques using the selectable marker. 
The successfully edited plants at this stage contained (independently):  
▪ the inserted sequences with the Cas nuclease and the selectable marker HygroR as 

present in the VIB editor line;  
▪ the native genetic element insertions in the maize genome at either location; 
▪ the inserted sequences with the visual marker and the selectable marker. 
 
Subsequent steps/generations were taken to remove all no longer required sequences and to 
retain lines with only the native genetic insertion. 

2. Nature and source of the vector used.  
Synthetic gRNAs and the native genetic element were purchased from Integrated DNA 
Technologies, Inc. 
 
The marker plasmid encoding the visual marker and the selectable marker cassette was ultimately 
derived from pBR322. The inserted sequences relating to this plasmid were segregated out in 
subsequent generations of the original edited lines. 
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3. Source of the nucleic acid(s) used for transformation, size, and intended 
function of each constituent fragment of the region intended for insertion.  
The native genetic element was derived from maize and serves to specifically alter gene expression 
of the target gene. 
 
The elements of the marker plasmid only serve to select edited lines. They comprise standard 
genetic elements used in molecular biology. These elements were segregated out in subsequent 
generations of the original edited lines.  

D. INFORMATION RELATING TO THE GMHP  

1. General description of the trait(s) and characteristics which have been 
introduced or modified.  
The insertion of native genetic element alters the expression of the transcription factor leading to 
shorter internodes and hence shorter plant heights. 
 
The functions of the marker plasmid, encoding the visual marker and the selectable marker 
cassette, were used to facilitate the identification of the gene edited maize tissues. These 
sequences were segregated out in subsequent generations. 

2. Information on the sequences actually inserted/deleted: 

a) size and structure of all insert(s) and methods used for its/their characterisation, 
including information over all parts of the vector introduced into the GMHPs or over 
any carriers of foreign DNA remaining in the GMHPs; 
 
As pointed out above, the successfully transformed/edited plants at the transformation stage 
contained (independently):  
▪ the inserted sequences with the Cas nuclease and the selectable marker HygroR as 

present in the VIB editor line;  
▪ the native genetic element insertions in maize genome; depending on the guide RNA that 

was used one or the other location was edited; 
▪ the inserted sequences with the visual marker and the selectable marker. 
 
In order to confirm that subsequent steps/generations no longer contained non-essential 
sequences and only the required native genetic element were retained, different methods/PCR 
primers were used. Location specific primers were used to detect the presence of either of the 
mutations. Presence or absence of the elements of the editor line was determined again using 
PCR with primers to detect the Cas present via the VIB editor line. Likewise, primers were 
used to confirm the absence of the selectable marker. 
 
The following steps were taken during the selection and upscaling of the plant lines that are 
used for the field trial (Figure 2Figure 2). 
 

Generation Selection 

T0 plants After transformation, only T0 plants were selected that contained a 
successfully edit based on PCR markers for native genetic element with 
location specific primers.  
 
The selected T0 plants (containing the edit) were backcrossed with the 
GIBE0104 wild type to generate T1 seeds. 

T1 plants From the T1 segregating population only plants were selected which 
showed: 
- no sequence relating to the editor line,  
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- no sequence relating to the marker plasmid, and 
- presence of the native genetic edit (heterozygous edit).  
 
The selected T1 plants were consequently selfed to produce T2 seeds. 

T2 plants From the T2 segregating population, only plants were selected  
- which showed presence of the homozygous edit or  
- which had an absence of the native genetic element insertion (NULL 

segregant).  
 
Following crosses were performed with the selected plants:  
- The plants with homozygous edit were selfed to produce a non-

segregating inbred line with homozygous edit.  
- The plants without edit (NULL segregant) were selfed to produce a 

NULL segregant inbred line.  
- The plants with homozygous edit were crossed with the plants without 

edit to produce a non-segregating inbred line with heterozygous edit.  
- The plants with homozygous edit were also crossed with another 

non-GM/non-edited line to produce non-segregating hybrids with 
heterozygous edit.  

- Plants without edits were crossed with another non-GM/non-edited 
line to produce NULL segregant hybrids. 

 
The T3 seeds will be prepared, amongst others for the field trial. 

 
 

 
 

Figure 2  Crossing and selecting subsequent generations 

b) in case of deletion, size and function of the deleted region(s); 
Not applicable 
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c) copy number of the insert(s) 
The insertion of the native genetic element is present either as a heterzoygous edit (1 copy) 
or as a homozygous edit (2 copies) for each of the locations.  

d) subcellular location(s) of the insert(s) in the plant cells (integrated in the nucleus, 
chloroplasts, mitochondria, or maintained in a non-integrated form), and methods for 
its/their determination.  
The gene editing was performed in the nuclear transcription factor gene.  

3. Information about the expression of the donor material: 

a) information on the developmental expression of the donor material during the life 
cycle of the plant and on the methods used for the description thereof are applied; 
The native expression of the transcription factor gene is mainly located in the stem and shoot 
apical meristem of elongating/growing plants.  

b) parts of the plant where the donor material is expressed (e.g. roots, stem, pollen, etc.). 
The transcription factor gene is mainly expressed in the stem and shoot apical meristem of 
growing maize plants. 

4. Information about the differences between the genetically modified plant and 
the recipient plant: 
So far observations have been limited to a small number of plants in the greenhouse. Nevertheless, 
the reduced height and ear observed in T2 plants confirmed that the desired modification has been 
achieved in this environment. Realistic conditions, such as provided in the intended field trial, are 
required to document the performance of these lines. 

 
 



Reduced Height Maize  
Technical File  
 
 
 

 
Application reference: B/BE/23/V1   Page 11 of 17 

 
 
Figure 3  Phenotypes for both alleles for the T2 inbred plants of the seed lots without edit (null segregant) 

and homozygous edit 
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Figure 4  Phenotypes for both alleles for the T2 inbred plants of the seed lots without edit (null segregant) 

and homozygous edit. 

 
No other changes have been observed so far and are not expected.  

a) mode(s) and/or rate of reproduction 
The native maize gene impacts internode elongation. When the native expression of the 
transcription factor is altered, this will lead to shorter internodes and hence shorter plant 
heights. It is therefore not expected that an altered expression of the transcription factor has 
any effect on the mode(s) and/or rate of reproduction. Such changes have also not been 
observed in the greenhouse work that has been performed so far. 

b) Dissemination 
The native maize gene impacts internode elongation. When the native expression of the 
transcription factor is altered, this will lead to shorter internodes and hence shorter plant 
heights. It is therefore not expected that an altered expression of the transcription factor has 
any effect on the dissemination potential. Such change has also not been observed in the 
greenhouse work that has been performed so far. 

c) Survivability 
The native maize gene impacts internode elongation. When the native expression of the 
transcription factor is altered, this will lead to shorter internodes and hence shorter plant 
heights. It is therefore not expected that an altered expression of the transcription factor has 
any effect on the survivability. Such change has also not been observed in the greenhouse 
work that has been performed so far. 

5. Genetic stability of the insert and phenotypic stability of the GMHP.  
The results of the selection process performed over 3 generations confirmed that the genotypes 
were segregating as anticipated and allowed selection of the intended genotypes. 
 
While observations confirmed the expected phenotype, the differences in zygosity and limited 
generations do not allow making any statements on the phenotypic stability. T2 plants were the first 
generation with a homozygous presence of the edited transcription factor gene. The T3 seed will 
be planted in the field trial and will provide information under realistic agricultural conditions, being 
the basis for further demonstration of stability over subsequent generations. 



Reduced Height Maize  
Technical File  
 
 
 

 
Application reference: B/BE/23/V1   Page 13 of 17 

6. Any change to the ability of the GMHP to transfer genetic material to other 
organisms. 
The edited sequence is a maize nuclear sequence and will behave in the same manner as every 
nuclear sequence concerning the ability to being transferred to other organisms. In addition, the 
inserted genetic sequence is a native maize sequence and therefore would not entail new ways of 
exposure.  
 
Likewise, the possibility for horizontal gene transfer has not changed. Maize genes may be taken 
up by microorganisms upon degradation of maize tissue after harvest or in the intestinal tract of 
humans or animals. But this is considered as a rare event under natural conditions. Transfer to 
human or animal tissues is very unlikely, if not impossible, due to DNA degradation and barriers in 
the intestinal tract. 

7. Information on any toxic, allergenic or other harmful effects on human health 
arising from the genetic modification.  
The editing of the transcription factor gene only influences the expression level, not the function of 
the encoded protein. The transcription factor is a native maize protein and is not known to be toxic, 
allergenic or have other harmful effects on human health. 

8. Information on the safety of GMHPs for health of the animal, in particular 
regarding toxic, allergenic or other harmful effects as a result of the genetic 
modification, insofar as the GMHPs are intended for use in animal feed. 
The editing of the transcription factor gene only influences the expression level, not the function of 
the encoded protein. The transcription factor is a native maize protein and is not known to be toxic, 
allergenic or have other harmful effects on animal health. 
The material of the proposed field trial is not intended for animal feed and all material will be 
channelled to ensure that no trace enters the animal feed chain. 

9. Mechanism of interaction between the GMHP and target organisms (if 
applicable). 
Not applicable. No organisms are targeted by the gene editing of the transcription factor gene. 

10. Potential changes in the interactions of the GMHP with non-target organisms 
resulting from the genetic modification. 
The editing of the transcription factor gene results in the shortening of the maize plants. It has no 
influence on interactions with non-target organisms. 

11. Potential interactions with the abiotic environment. 
The editing of the transcription factor gene results in the shortening of the maize plants. It has no 
influence on interactions with the abiotic environment. 

12. Description of the detection and determination techniques for the genetically 
modified plant 
As the edited lines are characterised by the targeted insertion of the native genetic element, a 

molecular method has been developed to identify the specific lines. The corresponding control 

material will be provided to the authorities before the start of the trial. 

 

However, since the native genetic element as well as the edited sequence are native maize 

sequences, this method does not allow to detect that this mutation is caused by gene editing. 
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13. Information on previous releases of the genetically modified plant, if 
applicable. 
There were no previous releases. The intended trial is the first field trial with plants containing the 

edited transcription factor gene. 

 

On the other hand, there is extensive experience with release of genetically modified as well as 
gene edited maize, including with the team that will be managing the operational aspects of the 
field trial. 

E. INFORMATION RELATING TO THE SITE OF RELEASE 

1. Location and size of the release site(s).  
The trial will be located at the ILVO ‘Vanteghem’ site in the municipality of Wetteren.  

2. Description of the release site ecosystem, including climate, flora and fauna.  
The field trial site is in a rural area where agricultural crops, meadows and field margins with herbs 
and bushes are found. The trial itself is surrounded by grass/clover land. 
 
The region has a temperate maritime climate, with relatively mild winters, mild summers and 
precipitation throughout the year. The wind is predominantly south-west. 
 
The fauna and flora is as typically found in an agricultural landscape. 

3. Presence of sexually compatible wild relatives or cultivated plant species.  
Maize has no wild relatives in Belgium. Cultivated maize is at least 200 m away from the trial site. 

4. Proximity to officially recognised biotopes or protected areas which may be 
affected.  
The closest valuable areas are the woods south of Gontrode (more than 1 km away), and the 
recognized Scheldt-Durme estuary (east of Ghent to the Dutch border, more than 1 km north of the 
test site). The “Kalkense Meersen” are about 6 km away. 

F. INFORMATION RELATING TO THE RELEASE  

1. Purpose of the release  
The purpose of the field trial is the evaluation of the phenotype and yield potential of the edited 

maize lines. 

2. Foreseen date(s) and duration of the release  
15-4-2023 till 30-11-2023 

3. Method by which the GMHP will be released  
Seeds will be prepared (weighed, bagged according to trial entries) at Inari. Properly packaged in 
line with the ADR requirements, the seeds will be brought on the day of planting to the trial location. 
A sowing machine specially equipped for sowing small research and breeding plots for maize will 
be used. Such a machine allows precise sowing as well as recuperation of any left-over seed at 
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the completion of each plot. The seeds are placed in the trial field machine on a distribution head 
and then distributed over tubes to a sowing coulter. At the end of the sowing of the entire trial and 
before leaving the trial area, the sowing machine will be completely cleaned on the spot to avoid 
dispersal of seeds beyond the trial area. After sowing, any remaining seeds are removed from the 
distributor head. The tubes and coulter are visually checked and residual seeds are removed by 
dismantling the tubes. 
At the same time, any remaining seed not planted, will be collected and securely returned to Inari 
for disposal. 

4. Method for preparing and managing the release site, prior to, during and post 
release, including cultivation practices and harvesting methods  
Before introduction the test site will be mechanically cultivated (inversion tillage + seed bed 
preparation with a rotary harrow) to obtain a sufficiently crumbled seedbed.  
 
Mineral N and K2O fertiliser will be applied before seed bed preparation.  
 
Seeds will be treated with fungicides before transport to the field trial at Inari, herbicides will be 
applied after sowing. Both fungicides and herbicides and potential other pesticides will be applied 
according to local practices and Belgian legal restrictions of the plant protection products. 
 
At harvest time, the cobs will be harvested with a small plot combine which allows fully recovery of 
the harvested rows. The trial field thresher is fitted with hatches at the height of the concave, the 
sieves and the cyclone. A rough cleaning is done immediately on the field with an air pressure gun 
that is mounted on the machine and with which the entire inside and outside of the machine can be 
cleaned through the hatches. This is a standard procedure for every field trial, also non-GMO field 
trials. The hatches allow the manual removal of any remaining seeds if present. Threshing concave 
and sieves are also removed from the machine if one or more seeds are blocked in the machine. 
Thereafter, the left-over plants (only vegetative plant parts) will be chopped to inactivate the 
material and the material will remain on the location for composting.  
 
The test site will be retained fallow until the next season. Afterwards grass/clover will be installed 
as the following crop. 

5. Approximate number of plants (or plants per m2 ).  
10 plants/m2. The total surface of the trial, including buffer rows will be 1824 m2. 

G. INFORMATION ON CONTROL, MONITORING, POST-RELEASE AND WASTE 
TREATMENT PLANS  

1. Any measures taken, including:  

a) spatial and temporal isolation from sexually compatible plant species, both wild and 
weedy relatives and crops;  
Maize has no weedy relatives in Belgium. 
 
The only maize that will be grown is either for commercial purpose (not controlled by the 
applicant) or for experimental/breeding objectives (by ILVO). The distance to cultivated as well 
as to any other maize will be at least 200 m. 
This isolation distance will be incorporated in the choice of the location of the trial, and will be 
confirmed at the time of planting and again when reaching the stage of pollen production. 
In case the proposed isolation distance cannot be met, flowers will be bagged before anthesis 
and pollination will be done by hand. Or the maize plants will be detasseled well before 
anthesis. 
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Furthermore, the dispersal of pollen will be in any case limited/diluted by using 4 border buffer 
rows of non-modified maize around the actual trial area. These are serving both as pollen 
catch plants and as a source of diluting non-modified pollen. 

b) any measures to minimise or prevent the dispersal of any reproductive part of the 
GMHP.  
The measures to limit the potential dispersal of pollen are described above. 
 
The most effective dispersal however can occur via seed: 

• On the way to the trial location: proper bagging and packaging will ensure that under 
normal conditions dispersal cannot occur. The seeds will remain under control of trained 
Inari staff until arrival at the trial site. In case of an accident, spilled seeds can be recovered 
manually for controlled disposal. 

• In the field: to a limited extent, planted seeds and young seedlings may be a target for 
birds. However, foraging birds typically do not cause dispersal as consumption results in 
damage rather than carrying away. Still, to protect the trial, netting will be applied in an 
early trial stage when the expectation of a potential impact is high. 

• Upon harvest: seeds will be harvested by a combine that will be thoroughly cleaned after 
harvest. The seeds will be collected and transferred in labelled, closed, double-layered 
bags and transported for further analysis. 

2. Description of methods for post-release treatment of the site.  
The site will be left fallow in the following winter and will be ploughed in the next season. While 
maize is not expected to create issues with volunteers, regular checks will be performed, in 
particular during the active growing season, to verify the presence of maize plants. Depending on 
the number they can be uprooted and destroyed by hand of mechanically or treated by a herbicide. 

3. Description of post-release treatment methods for the genetically modified 
plant material including wastes.  
After sowing the leftover seeds will be returned to Inari in labelled, closed, double-layered bags. 
 
At harvest a subset of the seeds will be collected and transferred in labelled, closed, double-layered 
bags and transported for further analyses by ILVO. These analyses include drying of the seeds 
inducing none-viability of the seeds. The remaining part of the seeds will be composted at the ILVO 
site. This standard process of composting is audited on having no viable seeds present in the 
compost. 
 
Vegetative parts are not reproductive. As such, the remaining vegetative plant parts will be chopped 
at the field trial with a flail mower. The chopped plant parts will decompose during wintertime and 
will be ploughed under the next spring. 

4. Description of monitoring plans and techniques.  
During the growing season plants will be monitored regularly at the occasion of the foreseen 
scientific observations. 
 
After harvest the trial site will be visually monitored for volunteers. In the next growing season a 
grass/clover crop will be grown. This allows easy detection of potential volunteers, although not 
expected. 

5. Description of any emergency plans.  
A calamity may take several forms. 
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During the growing season unauthorised access to the trial site by persons with bad intentions, 
destroying trial plants may happen. Also heavy weather may damage plants. As soon as noticed, 
authorities will be notified and damaged plant material will be collected, packaged and transferred 
to the ILVO composting site. 
 
A calamity during transport of seeds before or after the trial may take the form of a spill. In that case 
all material will be diligently collected and put in spare packaging for inactivation. 

6. Description of the methods and procedures to protect the site.  
The entire Vanteghem site is fenced with a fence of 1,80 m. There is only one gate, which is closed 
with a lock. The only visitors of the site are employees of ILVO, Inari and employees working for 
ILVO under supervision of ILVO. 
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Height Reduced Maize 

GMO Deliberate Release Notification 

Liability Declaration 
 
 
Trial title: R&D Field trial to evaluate the phenotype and yield of maize lines gene edited for reduced 
height. 
 
 
Inari Agriculture NV, the notifier, represented by Fred Van Ex, a managing director of Inari Agriculture NV, 
takes full civil liability regarding potential harm to human and animal health, goods or the environment as 
a consequence of the proposed field trial and Inari Agriculture NV’s activities in conducting the proposed 
field trial. Civil liability will be determined according to the articles 1382 e.v. of the civil code of law. In this 
case, the GMO released being Inari’s genetic edits described in the trial documentation which will only be 
sown and grown.    
 
 
INARI Agriculture NV, de kennisgever, vertegenwoordigd door Fred Van Ex, afgevaardigde bestuurder 
van Inari Agriculture NV, neemt de volledige burgerlijke aansprakelijkheid op zich voor wat betreft de 
schade die aangebracht zou worden aan de gezondheid van mens en dier, aan goederen of aan het 
leefmilieu als gevolg van de proefnemingen en de activiteiten van Inari Agriculture NV uitgevoerd tijdens 
de voorgestelde veldproef. Voor de bepaling van de burgerlijke aansprakelijkheid zal toepassing worden 
gemaakt van de regels neergelegd in artikelen 1382 e.v. van het Burgerlijk Wetboek. Hierbij verwijzend 
naar de vrijgestelde GGO, met Inari’s genaanpassingen, zoals beschreven in de documenten in van 
middel de veldproef die enkel zaai en opgroei omvat. 
 
 
Date 
 
Name: Fred Van Ex, afgevaardigde bestuurder van INARI Agriculture NV 
 
Signature/Stamp 
 

DocuSign Envelope ID: 578A88A2-09BF-4BA5-8F13-628A90D857E8

1/19/2023
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Height Reduced Maize 

GMO Deliberate Release Notification 

Control Sample Declaration 
 
 
Trial title: R&D Field trial to evaluate the phenotype and yield of maize lines gene edited for reduced 
height. 
 
 
The notifier, Inari Agriculture NV, represented by Fred Van Ex, managing director of Inari Agriculture NV, 
declares that control samples and related scientific information will be delivered confidentially to the SBB 
within 15 days after the start of the deliberate release (i.e., the sowing of seed). 
 
 
Date 
 
Name: Fred Van Ex, afgevaardigde bestuurder van INARI Agriculture NV  
 
Signature/Stamp 
 
 

DocuSign Envelope ID: FFF47446-6694-4569-8210-C1FB228F1204

1/19/2023
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